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~Cochran W.G. and Cox G.M. 1992, Experimental Design. Wiley
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=Pompanon F. and Bonin A, 2012, Data Production and Analysis in Population Genomics: Methods and Protocols,
Springer.
~Zachanah G. and Buerkle C.A. 2011.A hierarchical Bayesian model for next generation population genomics.

Crenetics, 187: 903-917




:J.-JGI.EJJJJJJ.'&

Seminar

e e g ga b G212 s i

&
s iy

s

2l S plealy Cod gy ATl 8 e e il
oz e il 3 las glade 03 5350

=

oo c
...r_L.L’l-.l'




:u,.-jl.i & s Ulge
Ml e ss

Sl g s Olge

O s D:;I; s _5_1___@ ‘r;j}:iw Optional course
Dt Ol a8 [Ote i

In.-l:!l—a-_] In.: I.rﬂ.rl‘t J’ _._&‘j!.;—:"i J1E: \_.l':"u _‘..u); et

e Y all f oo sn S et g tils

R R e AL AR R

Lyl




